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CMP Scientific ECE-001 &Y= 408 Hik
%, EMASS-II # CE-MS BtHEFIE (CMP
Scientific, P/N: EM3001-TA) , 70 cm CCl
HHHEFRESHEME (CMP Scientific, P/
N: E-SC-CC1-360/150-50-70-B1) , &5
HLR VAR (BGE) i 10% BERR, #Himik M
0.2% HER FA (v/v) ] 10% HEE MeOH
(v/v) HAK.
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FEMmBEFEE S8 5 psi, #HE 95 s, CE
WERESE AR E 30 KV, BFUEATEYMESR
JREEE 2-2.3 kV, BEHME 1.0 mm, NE
0.75 mm, Kim L 20-40 pm,

S

Q-Exactive HF JRi% R FHEPE MK Hi1E
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T MS/MS i, microscans ZEIEEN 1
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